
Accession Accession
Probe Sequence Initiator Type

YFP B1 1 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgTAATctcgcccttgctcaccat B1
YFP B1 2 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgTAATcaccaccccggtgaacag B1
YFP B1 3 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgTAATtccagctcgaccaggatg B1
YFP B1 4 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgTAATtgtggccgtttacgtcgc B1
YFP B1 5 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgTAATctcgccggacacgctgaa B1
YFP B1 6 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgTAATtaggtggcatcgccctcg B1
YFP B1 7 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgTAATacttcagggtcagcttgc B1
YFP B1 8 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgTAATcttgccggtggtgcagat B1
YFP B1 9 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgTAATgtgggccagggcacgggc B1
YFP B1 10 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgTAATagccgaaggtggtcacga B1
YFP B1 11 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgTAATggcgaagcactgcaggcc B1
YFP B1 12 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgTAATttcatgtggtcggggtag B1
YFP B1 13 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgTAATacttgaagaagtcgtgct B1
YFP B1 14 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgTAATgtagccttcgggcatggc B1
YFP B1 15 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgTAATaagatggtgcgctcctgg B1
YFP B1 16 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgTAATagttgccgtcgtccttga B1
YFP B1 17 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgTAATcacctcggcgcgggtctt B1
YFP B1 18 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgTAATagggtgtcgccctcgaac B1
YFP B1 19 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgTAATtcagctcgatgcggttca B1
YFP B1 20 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgTAATctccttgaagtcgatgcc B1
YFP B1 21 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgTAATtgccccaggatgttgccg B1
YFP B1 22 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgTAATtgtagttgtactccagct B1
YFP B1 23 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgTAATgatatagacgttgtggct B1
YFP B1 24 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgTAATttcttctgcttgtcggcc B1
YFP B1 25 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgTAATtgaagttcaccttgatgc B1
YFP B1 26 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgTAATctcgatgttgtggcggat B1
YFP B1 27 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgTAATgcgagctgcacgctgccg B1
YFP B1 28 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgTAATtgttctgctggtagtggt B1
YFP B1 29 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgTAATggggccgtcgccgatggg B1
YFP B1 30 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgTAATtggttgtcgggcagcagc B1
YFP B1 31 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgTAATcggactggtagctcaggt B1
YFP B1 32 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgTAATgttggggtctttgctcag B1
YFP B1 33 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgTAATaccatgtgatcgcgcttc B1
YFP B1 34 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgTAATcggtcacgaactccagca B1
YFP B1 35 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgTAATgccgagagtgatcccggc B1
YFP B1 36 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgTAATtacttgtacagctcgtcc B1



Accession: NM_008077.3

Probe Sequence Initiator
Gad1 1 GGCGAAGGAGTGGAAGATGCCAAAAgCTCAgTCCATCCTCgTAAATCCTCATCAATCATC B2
Gad1 2 GGATCCGCTCCCGCGTTCGAGGAAgCATTCTTTCTTgAggAgggCAgCAAACgggAAgAg B1
Gad1 3 GTAGGGCGCAGGTTGGTAGTATAAAgCTCAgTCCATCCTCgTAAATCCTCATCAATCATC B2
Gad1 4 TGGGCTACGCCACACCAAGTATAAgCATTCTTTCTTgAggAgggCAgCAAACgggAAgAg B1
Gad1 5 AGGCCCAGTTTTCTGGTGCATCAAAgCTCAgTCCATCCTCgTAAATCCTCATCAATCATC B2
Gad1 6 TTGGTCCTTTGTAAGAAGCCACAAgCATTCTTTCTTgAggAgggCAgCAAACgggAAgAg B1
Gad1 7 AGACGACTCTTCTCTTCCAGGCAAAgCTCAgTCCATCCTCgTAAATCCTCATCAATCATC B2
Gad1 8 GAGGACTGCCTCTCCCTGAAGGAAgCATTCTTTCTTgAggAgggCAgCAAACgggAAgAg B1
Gad1 9 TTTTCACAGGAAAGCAGGTTCTAAAgCTCAgTCCATCCTCgTAAATCCTCATCAATCATC B2
Gad1 10 GTGCGCCGGAAGCGGGCACCCTAAgCATTCTTTCTTgAggAgggCAgCAAACgggAAgAg B1
Gad1 11 AACAGGTTGGAGAAGTCGGTCTAAAgCTCAgTCCATCCTCgTAAATCCTCATCAATCATC B2
Gad1 12 CCGTTCTTAGCTGGAAGCAGATAAgCATTCTTTCTTgAggAgggCAgCAAACgggAAgAg B1
Gad1 13 AAGAACTGCGCAGTTTGCTCCTAAAgCTCAgTCCATCCTCgTAAATCCTCATCAATCATC B2
Gad1 14 TAGTTGAGGAGTATGTCTACCAAAgCATTCTTTCTTgAggAgggCAgCAAACgggAAgAg B1
Gad1 15 GAGCGATCAAATGTCTTGCGGAAAAgCTCAgTCCATCCTCgTAAATCCTCATCAATCATC B2
Gad1 16 TGTGGGTGGTGGAAATCCAGAAAAgCATTCTTTCTTgAggAgggCAgCAAACgggAAgAg B1
Gad1 17 CCTTCCATGCCTTCCAGCAACTAAAgCTCAgTCCATCCTCgTAAATCCTCATCAATCATC B2
Gad1 18 TCGGGGTGGTCAGACAGCTCCAAAgCATTCTTTCTTgAggAgggCAgCAAACgggAAgAg B1
Gad1 19 TCAACCAGGATCTGCTCCAGAGAAAgCTCAgTCCATCCTCgTAAATCCTCATCAATCATC B2
Gad1 20 CGAACCCCGTACTTCAGGGTGTAAgCATTCTTTCTTgAggAgggCAgCAAACgggAAgAg B1
Gad1 21 TTGAAAAATCGAGGGTGACCTGAAAgCTCAgTCCATCCTCgTAAATCCTCATCAATCATC B2
Gad1 22 CCAATGATATCCAAACCAGTAGAAgCATTCTTTCTTgAggAgggCAgCAAACgggAAgAg B1
Gad1 23 GATGTCAGCCATTCACCAGCTAAAAgCTCAgTCCATCCTCgTAAATCCTCATCAATCATC B2
Gad1 24 TCATATGTGAACATATTGGTATAAgCATTCTTTCTTgAggAgggCAgCAAACgggAAgAg B1
Gad1 25 ATGAGAACAAACACGGGTGCAAAAAgCTCAgTCCATCCTCgTAAATCCTCATCAATCATC B2
Gad1 26 TCTCTCATCTTCTTAAGAGTAAAAgCATTCTTTCTTgAggAgggCAgCAAACgggAAgAg B1
Gad1 27 TCTTTATTTGACCATCCAACGAAAAgCTCAgTCCATCCTCgTAAATCCTCATCAATCATC B2
Gad1 28 GCTCCCCCAGGAGAAAATATCCAAgCATTCTTTCTTgAggAgggCAgCAAACgggAAgAg B1
Gad1 29 ATGATGCTGTACATATTGGATAAAAgCTCAgTCCATCCTCgTAAATCCTCATCAATCATC B2
Gad1 30 ACTTCTGGGAAGTACTTGTAACAAgCATTCTTTCTTgAggAgggCAgCAAACgggAAgAg B1
Gad1 31 ACAGCCGCCATGCCTTTTGTCTAAAgCTCAgTCCATCCTCgTAAATCCTCATCAATCATC B2
Gad1 32 TGTTCTGAGGTGAAGAGGACCAAAgCATTCTTTCTTgAggAgggCAgCAAACgggAAgAg B1
Gad1 33 GCTTTCTTTATGGAATAGTGACAAAgCTCAgTCCATCCTCgTAAATCCTCATCAATCATC B2
Gad1 34 TTGTCGGTTCCAAAGCCAAGCGAAgCATTCTTTCTTgAggAgggCAgCAAACgggAAgAg B1
Gad1 35 TCATTGCACTTTATCAAAATCAAAAgCTCAgTCCATCCTCgTAAATCCTCATCAATCATC B2
Gad1 36 TCTAAATCAGCCGGAATTATCTAAgCATTCTTTCTTgAggAgggCAgCAAACgggAAgAg B1
Gad1 37 TGTTTGGCATCAAGAATTTTTGAAAgCTCAgTCCATCCTCgTAAATCCTCATCAATCATC B2
Gad1 38 GCATTGACATAAAGGGGAACATAAgCATTCTTTCTTgAggAgggCAgCAAACgggAAgAg B1
Gad1 39 CCGTAAACAGTCGTGCCTGCGGAAAgCTCAgTCCATCCTCgTAAATCCTCATCAATCATC B2
Gad1 40 TCCGCAATTTCCTGGATTGGATAAgCATTCTTTCTTgAggAgggCAgCAAACgggAAgAg B1
Gad1 41 CAAAGGTTGTATTTCTCACATAAAAgCTCAgTCCATCCTCgTAAATCCTCATCAATCATC B2
Gad1 42 CCACCACCCCAGGCAGCATCCAAAgCATTCTTTCTTgAggAgggCAgCAAACgggAAgAg B1
Gad1 43 CGGTGCTTCCGGGACATGAGCAAAAgCTCAgTCCATCCTCgTAAATCCTCATCAATCATC B2
Gad1 44 TTGGCCCTTTCTATGCCGCTGAAAgCATTCTTTCTTgAggAgggCAgCAAACgggAAgAg B1
Gad1 45 TTGTGAGGGTTCCAGGTGACTGAAAgCTCAgTCCATCCTCgTAAATCCTCATCAATCATC B2
Gad1 46 GCAGAGCACTGGAGCAGCACGCAAgCATTCTTTCTTgAggAgggCAgCAAACgggAAgAg B1
Gad1 47 ATACCCTTTTCCTTGACCAGAAAAAgCTCAgTCCATCCTCgTAAATCCTCATCAATCATC B2
Gad1 48 CCTGCACACATCTGGTTGCATCAAgCATTCTTTCTTgAggAgggCAgCAAACgggAAgAg B1



Accession: NM_007393.3
Probe Sequence Initiator 

ActB B2 2 CCTCgTAAATCCTCATCAATCATCCAgTAAACCgCCAAggaatacagcccggggagcatc B2
ActB B2 4 CCTCgTAAATCCTCATCAATCATCCAgTAAACCgCCAAcacccacataggagtccttctg B2
ActB B2 6 CCTCgTAAATCCTCATCAATCATCCAgTAAACCgCCAAcaatggggtacttcagggtcag B2
ActB B2 8 CCTCgTAAATCCTCATCAATCATCCAgTAAACCgCCAAggtgccagatcttctccatgtc B2
ActB B2 10 CCTCgTAAATCCTCATCAATCATCCAgTAAACCgCCAAtcatcttttcacggttggcctt B2
ActB B2 12 CCTCgTAAATCCTCATCAATCATCCAgTAAACCgCCAAtggctacgtacatggctggggt B2
ActB B2 14 CCTCgTAAATCCTCATCAATCATCCAgTAAACCgCCAAcaatgcctgtggtacgaccaga B2
ActB B2 16 CCTCgTAAATCCTCATCAATCATCCAgTAAACCgCCAAcctcgtagatgggcacagtgtg B2
ActB B2 18 CCTCgTAAATCCTCATCAATCATCCAgTAAACCgCCAAatcttcatgaggtagtctgtca B2
ActB B2 20 CCTCgTAAATCCTCATCAATCATCCAgTAAACCgCCAAatttccctctcagctgtggtgg B2
ActB B2 22 CCTCgTAAATCCTCATCAATCATCCAgTAAACCgCCAAtcgaagtctagagcaacatagc B2
ActB B2 24 CCTCgTAAATCCTCATCAATCATCCAgTAAACCgCCAAtagctcttctccagggaggaag B2
ActB B2 26 CCTCgTAAATCCTCATCAATCATCCAgTAAACCgCCAAcggaaccgctcgttgccaatag B2
ActB B2 28 CCTCgTAAATCCTCATCAATCATCCAgTAAACCgCCAAcaggattccatacccaagaagg B2
ActB B2 30 CCTCgTAAATCCTCATCAATCATCCAgTAAACCgCCAAtcaacgtcacacttcatgatgg B2
ActB B2 32 CCTCgTAAATCCTCATCAATCATCCAgTAAACCgCCAAgtggtaccaccagacagcactg B2
ActB B2 34 CCTCgTAAATCCTCATCAATCATCCAgTAAACCgCCAAagagcagtaatctccttctgca B2
ActB B2 36 CCTCgTAAATCCTCATCAATCATCCAgTAAACCgCCAAttgcgctcaggaggagcaatga B2
ActB B2 38 CCTCgTAAATCCTCATCAATCATCCAgTAAACCgCCAAaaggtggacagtgaggccagga B2
ActB B2 40 CCTCgTAAATCCTCATCAATCATCCAgTAAACCgCCAAgaggggccggactcatcgtact B2
Act Short HCR 1 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgTTgcgcagcgatatcgtcatccat B1
Act Short HCR 3 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgTTccattcccaccatcacaccctg B1
Act Short HCR 5 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgTTtacctctcttgctctgggcctc B1
Act Short HCR 7 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgTTcccagttggtaacaatgccatg B1
Act Short HCR 9 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgTTcacgcagctcattgtagaaggt B1
Act Short HCR 11 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgTTtgaaggtctcaaacatgatctg B1
Act Short HCR 13 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgTTcatacagggacagcacagcctg B1
Act Short HCR 15 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgTTtgaccccgtctccggagtccat B1
Act Short HCR 17 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgTTggatggcgtgagggagagcata B1
Act Short HCR 19 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgTTaagctgtagccacgctcggtca B1
Act Short HCR 21 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgTTagcttctctttgatgtcacgca B1
Act Short HCR 23 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgTTgatgcggcagtggccatctcct B1
Act Short HCR 25 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgTTatgacctggccgtcaggcagct B1
Act Short HCR 27 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgTTggctggaaaagagcctcagggc B1
Act Short HCR 29 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgTTttgaatgtagtttcatggatgc B1
Act Short HCR 31 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgTTttggcatagaggtctttacgga B1
Act Short HCR 33 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgTTctgtcagcaatgcctgggtaca B1
Act Short HCR 35 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgTTttgatcttcatggtgctaggag B1
Act Short HCR 37 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgTTgagccaccgatccacacagagt B1
Act Short HCR 39 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgTTtgcttgctgatccacatctgct B1
Act Short HCR 41 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgTTtagaagcacttgcggtgcacga B1
Act Short HCR 41 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgTTtagaagcacttgcggtgcacga B1



Accession: NM_001109752.1
Probe Sequence Initiator 

DLG4 B1 2 GGGCTGTGTTCCAGAGGGGGCGAAgCATTCTTTCTTgAggAgggCAgCAAACgggAAgAg B1
DLG4 B1 4 GTGTCCGTGTTGACAATCACAGAAgCATTCTTTCTTgAggAgggCAgCAAACgggAAgAg B1
DLG4 B1 6 TCCTCATACTCCATCTCCCCCTAAgCATTCTTTCTTgAggAgggCAgCAAACgggAAgAg B1
DLG4 B1 8 GTGCCACCTGCGATGCTGAAGCAAgCATTCTTTCTTgAggAgggCAgCAAACgggAAgAg B1
DLG4 B1 10 GGAATGATCTTGGTGATAAAGAAAgCATTCTTTCTTgAggAgggCAgCAAACgggAAgAg B1
DLG4 B1 12 AACAGGATGCTGTCGTTGACCCAAgCATTCTTTCTTgAggAgggCAgCAAACgggAAgAg B1
DLG4 B1 14 AGGGCCTCCACTGCAGCTGAATAAgCATTCTTTCTTgAggAgggCAgCAAACgggAAgAg B1
DLG4 B1 16 GCTGGGGGTTTCCGGCGCATGAAAgCATTCTTTCTTgAggAgggCAgCAAACgggAAgAg B1
DLG4 B1 18 CTGAAGCCAAGTCCTTTAGGCCAAgCATTCTTTCTTgAggAgggCAgCAAACgggAAgAg B1
DLG4 B1 20 ACGTAGATGCTATTATCTCCAGAAgCATTCTTTCTTgAggAgggCAgCAAACgggAAgAg B1
DLG4 B1 22 CCGATCTGCAACCTGCCATCCTAAgCATTCTTTCTTgAggAgggCAgCAAACgggAAgAg B1
DLG4 B1 24 TCCTCATGCATGACATCCTCTAAAgCATTCTTTCTTgAggAgggCAgCAAACgggAAgAg B1
DLG4 B1 26 TTGGCCACCTTTAGGTACACAAAAgCATTCTTTCTTgAggAgggCAgCAAACgggAAgAg B1
DLG4 B1 28 GAGGTTGTGATGTCTGGGGGAGAAgCATTCTTTCTTgAggAgggCAgCAAACgggAAgAg B1
DLG4 B1 30 TCGGTGCCCAAGTAGCTGCTATAAgCATTCTTTCTTgAggAgggCAgCAAACgggAAgAg B1
DLG4 B2 1 TCTTCATCTTGGTAGCGGTATTAAAgCTCAgTCCATCCTCgTAAATCCTCATCAATCATC B2
DLG4 B2 3 GGAGAATTGGCCTGGTTGGGGAAAAgCTCAgTCCATCCTCgTAAATCCTCATCAATCATC B2
DLG4 B2 5 GTTCCGTTCACATATCCTGGGGAAAgCTCAgTCCATCCTCgTAAATCCTCATCAATCATC B2
DLG4 B2 7 AGACCTGAGTTACCCCTTTCCAAAAgCTCAgTCCATCCTCgTAAATCCTCATCAATCATC B2
DLG4 B2 9 GATGGGTCGTCACCGATGTGTGAAAgCTCAgTCCATCCTCgTAAATCCTCATCAATCATC B2
DLG4 B2 11 AGGCGGCCATCCTGGGCTGCAGAAAgCTCAgTCCATCCTCgTAAATCCTCATCAATCATC B2
DLG4 B2 13 GTCACCTCCCGGACATCCACTTAAAgCTCAgTCCATCCTCgTAAATCCTCATCAATCATC B2
DLG4 B2 15 TAGAGGCGAACGATGGAACCCGAAAgCTCAgTCCATCCTCgTAAATCCTCATCAATCATC B2
DLG4 B2 17 TTGATAAGCTTGATCTCTATGAAAAgCTCAgTCCATCCTCgTAAATCCTCATCAATCATC B2
DLG4 B2 19 ATGTGCTGGTTCCCAACGCCCCAAAgCTCAgTCCATCCTCgTAAATCCTCATCAATCATC B2
DLG4 B2 21 TGGGCAGCGCCTCCTTCGATGAAAAgCTCAgTCCATCCTCgTAAATCCTCATCAATCATC B2
DLG4 B2 23 CCCACACTGTTGACCGCCAGGAAAAgCTCAgTCCATCCTCgTAAATCCTCATCAATCATC B2
DLG4 B2 25 TCATATGTGTTCTTCAGGGCTGAAAgCTCAgTCCATCCTCgTAAATCCTCATCAATCATC B2
DLG4 B2 27 TAGCTGTCACTCAGGTAGGCATAAAgCTCAgTCCATCCTCgTAAATCCTCATCAATCATC B2
DLG4 B2 29 CTGATCTCATTGTCCAGGTGCTAAAgCTCAgTCCATCCTCgTAAATCCTCATCAATCATC B2



Accession: NM_177407.4
Probe Sequence Initiator 

Camk2a iso2 1 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgAACGGGTGCAGGTGATGGTAGCCA B1
Camk2a iso2 2 CCTCgTAAATCCTCATCAATCATCCAgTAAACCgCCAATCCTCAAAGAGCTGGTACTCTT B2
Camk2a iso2 3 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgAAACAGAGAAGGCTCCCTTTCCCA B1
Camk2a iso2 4 CCTCgTAAATCCTCATCAATCATCCAgTAAACCgCCAACCAGCCAGCACCTTCACACACC B2
Camk2a iso2 5 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgAAATAATCTTGGCAGCATACTCCT B1
Camk2a iso2 6 CCTCgTAAATCCTCATCAATCATCCAgTAAACCgCCAATGATCTCTGGCTGAAAGCTTCT B2
Camk2a iso2 7 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgAACGGGCCTCACGCTCCAGCTTCT B1
Camk2a iso2 8 CCTCgTAAATCCTCATCAATCATCCAgTAAACCgCCAAATATTGGGGTGCTTCAACAAGC B2
Camk2a iso2 9 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgAAGAGATGCTGTCATGGAGTCGGA B1
Camk2a iso2 10 CCTCgTAAATCCTCATCAATCATCCAgTAAACCgCCAATCGAAGATAAGGTAGTGGTGCC B2
Camk2a iso2 11 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgAAAACAGTTCCCCACCAGTAACCA B1
Camk2a iso2 12 CCTCgTAAATCCTCATCAATCATCCAgTAAACCgCCAACTGTAATACTCCCGGGCCACAA B2
Camk2a iso2 13 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgAAATACAGTGGCTGGCATCAGCTT B1
Camk2a iso2 14 CCTCgTAAATCCTCATCAATCATCCAgTAAACCgCCAACAGTGTAGCACAGCCTCCAAGA B2
Camk2a iso2 15 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgAACGATGCACCACCCCCATCTGGT B1
Camk2a iso2 16 CCTCgTAAATCCTCATCAATCATCCAgTAAACCgCCAAGCCAGCAACAGATTCTCAGGCT B2
Camk2a iso2 17 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgAAACAGCAGCGCCCTTGAGCTTCG B1
Camk2a iso2 18 CCTCgTAAATCCTCATCAATCATCCAgTAAACCgCCAATCTATGGCCAGGCCAAAGTCTG B2
Camk2a iso2 19 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgAACATGCCTGCTGCTCCCCCTCCA B1
Camk2a iso2 20 CCTCgTAAATCCTCATCAATCATCCAgTAAACCgCCAAAGGTATCCAGGTGTCCCTGCGA B2
Camk2a iso2 21 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgAATCCTTCCTCAGCACTTCTGGGG B1
Camk2a iso2 22 CCTCgTAAATCCTCATCAATCATCCAgTAAACCgCCAAGCCCACAGGTCCACGGGCTTCC B2
Camk2a iso2 23 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgAAAAGATATACAGGATGACGCCAC B1
Camk2a iso2 24 CCTCgTAAATCCTCATCAATCATCCAgTAAACCgCCAATCATCCCAGAACGGGGGATACC B2
Camk2a iso2 25 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgAATGCTGGTACAGGCGATGCTGGT B1
Camk2a iso2 26 CCTCgTAAATCCTCATCAATCATCCAgTAAACCgCCAAGATGGGAAATCATAGGCACCAG B2
Camk2a iso2 27 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgAAGGGGTGACGGTGTCCCATTCTG B1
Camk2a iso2 28 CCTCgTAAATCCTCATCAATCATCCAgTAAACCgCCAAAGCATCTTATTGATCAGATCCT B2
Camk2a iso2 29 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgAAATGCGTTTGGACGGGTTGATGG B1
Camk2a iso2 30 CCTCgTAAATCCTCATCAATCATCCAgTAAACCgCCAACATGGGTGCTTGAGAGCCTCAG B2
Camk2a iso2 31 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgAAGCCACGGTGGAGCGGTGCGAGA B1
Camk2a iso2 32 CCTCgTAAATCCTCATCAATCATCCAgTAAACCgCCAATCCACGGTCTCCTGTCTGTGCA B2
Camk2a iso2 33 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgAACTGGCATTGAACTTCTTCAGGC B1
Camk2a iso2 34 CCTCgTAAATCCTCATCAATCATCCAgTAAACCgCCAAGTGGTGAGGATGGCTCCCTTCA B2
Camk2a iso2 35 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgAAGAGAAGTTCCTGGTGGCCAGCA B1
Camk2a iso2 36 CCTCgTAAATCCTCATCAATCATCCAgTAAACCgCCAATTCTTCTTGTTTCCTCCGCTCT B2
Camk2a iso2 37 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgAATCAGAAGATTCCTTCACACCAT B1
Camk2a iso2 38 CCTCgTAAATCCTCATCAATCATCCAgTAAACCgCCAATCTTCGTCCTCAATGGTGGTGT B2
Camk2a iso2 39 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgAAATTTCCTGTTTGCGCACTTTGG B1
Camk2a iso2 40 CCTCgTAAATCCTCATCAATCATCCAgTAAACCgCCAAGCTTCGATCAGCTGCTCTGTCA B2
Camk2a iso2 41 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgAAGACTCAAAGTCTCCATTGCTTA B1
Camk2a iso2 42 CCTCgTAAATCCTCATCAATCATCCAgTAAACCgCCAAGTCATTCCAGGGTCGCACATCT B2
Camk2a iso2 43 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgAACCCAGGGCCTCTGGTTCAAAGG B1
Camk2a iso2 44 CCTCgTAAATCCTCATCAATCATCCAgTAAACCgCCAACGATGAAAGTCCAGGCCCTCCA B2
Camk2a iso2 45 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgAAGACCACAGGTTTTCAAAATAGA B1
Camk2a iso2 46 CCTCgTAAATCCTCATCAATCATCCAgTAAACCgCCAAATGGTGGTGTGCACGGGCTTGC B2
Camk2a iso2 47 gAggAgggCAgCAAACgggAAgAgTCTTCCTTTACgAAATCAGGTGGATGTGAGGGTTCA B1
Camk2a iso2 48 CCTCgTAAATCCTCATCAATCATCCAgTAAACCgCCAAATATAGGCGATGCAGGCTGACT B2



Accession Number
Probe Sequence Initiator 

mCherry 2C 1 cttcttcaccttttgaaaccatAAgCATTCTTTCTTgAggAgggCAgCAAACgggAAgAg B1
mCherry 2C 3 ccatatgaactttaaatctcatAAgCATTCTTTCTTgAggAgggCAgCAAACgggAAgAg B1
mCherry 2C 5 cttcaccttcaccttcaatttcAAgCATTCTTTCTTgAggAgggCAgCAAACgggAAgAg B1
mCherry 2C 7 cacctttagtaactttcaatttAAgCATTCTTTCTTgAggAgggCAgCAAACgggAAgAg B1
mCherry 2C 9 catacataaattgtggtgacaaAAgCATTCTTTCTTgAggAgggCAgCAAACgggAAgAg B1
mCherry 2C 11 ttaaataatctggaatatcagcAAgCATTCTTTCTTgAggAgggCAgCAAACgggAAgAg B1
mCherry 2C 13 tcaaaattcataactctttcccAAgCATTCTTTCTTgAggAgggCAgCAAACgggAAgAg B1
mCherry 2C 15 ctctcaatttaactttataaatAAgCATTCTTTCTTgAggAgggCAgCAAACgggAAgAg B1
mCherry 2C 17 ccatagtttttttttgcataacAAgCATTCTTTCTTgAggAgggCAgCAAACgggAAgAg B1
mCherry 2C 19 tcaatctttgtttaatttcaccAAgCATTCTTTCTTgAggAgggCAgCAAACgggAAgAg B1
mCherry 2C 21 taatattaacattataagcaccAAgCATTCTTTCTTgAggAgggCAgCAAACgggAAgAg B1
mCherry 2C 23 tttcatattgttcaacaatagtAAgCATTCTTTCTTgAggAgggCAgCAAACgggAAgAg B1
mCherry 2C 2 attctttaataatagccatattAAAgCTCAgTCCATCCTCgTAAATCCTCATCAATCATC B2
mCherry 2C 4 attcatgaccattaactgaaccAAAgCTCAgTCCATCCTCgTAAATCCTCATCAATCATC B2
mCherry 2C 6 cagtttgagtaccttcatatggAAAgCTCAgTCCATCCTCgTAAATCCTCATCAATCATC B2
mCherry 2C 8 tatcccaagcaaatggtaatggAAAgCTCAgTCCATCCTCgTAAATCCTCATCAATCATC B2
mCherry 2C 10 gatgtttaacataagcttttgaAAAgCTCAgTCCATCCTCgTAAATCCTCATCAATCATC B2
mCherry 2C 12 ttaaaaccttctggaaatgacaAAAgCTCAgTCCATCCTCgTAAATCCTCATCAATCATC B2
mCherry 2C 14 gagtaacagtaacaacaccaccAAAgCTCAgTCCATCCTCgTAAATCCTCATCAATCATC B2
mCherry 2C 16 gaccatctgatggaaaattagtAAAgCTCAgTCCATCCTCgTAAATCCTCATCAATCATC B2
mCherry 2C 18 ttctttctgatgaagcttcccaAAAgCTCAgTCCATCCTCgTAAATCCTCATCAATCATC B2
mCherry 2C 20 gtaattgaactggttttttagcAAAgCTCAgTCCATCCTCgTAAATCCTCATCAATCATC B2
mCherry 2C 22 tcattatgtgaagtaatatccaAAAgCTCAgTCCATCCTCgTAAATCCTCATCAATCATC B2
mCherry 2C 24 atttatataattcatccataccAAAgCTCAgTCCATCCTCgTAAATCCTCATCAATCATC B2



Accession
Probe Sequence Initiator 

DLG4 ShHCR mis 1 AATACCGCTACCAAGATGAAGAAAAgCTCAgTCCATCCTCgTAAATCCTCATCAATCATC B2
DLG4 ShHCR mis 3 TCCCCAACCAGGCCAATTCTCCAAAgCTCAgTCCATCCTCgTAAATCCTCATCAATCATC B2
DLG4 ShHCR mis 5 CCCCAGGATATGTGAACGGAACAAAgCTCAgTCCATCCTCgTAAATCCTCATCAATCATC B2
DLG4 ShHCR mis 7 TGGAAAGGGGTAACTCAGGTCTAAAgCTCAgTCCATCCTCgTAAATCCTCATCAATCATC B2
DLG4 ShHCR mis 9 CACACATCGGTGACGACCCATCAAAgCTCAgTCCATCCTCgTAAATCCTCATCAATCATC B2
DLG4 ShHCR mis 11 CTGCAGCCCAGGATGGCCGCCTAAAgCTCAgTCCATCCTCgTAAATCCTCATCAATCATC B2
DLG4 ShHCR mis 13 AAGTGGATGTCCGGGAGGTGACAAAgCTCAgTCCATCCTCgTAAATCCTCATCAATCATC B2
DLG4 ShHCR mis 15 CGGGTTCCATCGTTCGCCTCTAAAAgCTCAgTCCATCCTCgTAAATCCTCATCAATCATC B2
DLG4 ShHCR mis 17 TCATAGAGATCAAGCTTATCAAAAAgCTCAgTCCATCCTCgTAAATCCTCATCAATCATC B2
DLG4 ShHCR mis 19 GGGGCGTTGGGAACCAGCACATAAAgCTCAgTCCATCCTCgTAAATCCTCATCAATCATC B2
DLG4 ShHCR mis 21 TCATCGAAGGAGGCGCTGCCCAAAAgCTCAgTCCATCCTCgTAAATCCTCATCAATCATC B2
DLG4 ShHCR mis 23 TCCTGGCGGTCAACAGTGTGGGAAAgCTCAgTCCATCCTCgTAAATCCTCATCAATCATC B2
DLG4 ShHCR mis 25 CAGCCCTGAAGAACACATATGAAAAgCTCAgTCCATCCTCgTAAATCCTCATCAATCATC B2
DLG4 ShHCR mis 27 ATGCCTACCTGAGTGACAGCTAAAAgCTCAgTCCATCCTCgTAAATCCTCATCAATCATC B2
DLG4 ShHCR mis 29 AGCACCTGGACAATGAGATCAGAAAgCTCAgTCCATCCTCgTAAATCCTCATCAATCATC B2
DLG4 ShHCR mis 2 CGCCCCCTCTGGAACACAGCCCAAgCATTCTTTCTTgAggAgggCAgCAAACgggAAgAg B1
DLG4 ShHCR mis 4 CTGTGATTGTCAACACGGACACAAgCATTCTTTCTTgAggAgggCAgCAAACgggAAgAg B1
DLG4 ShHCR mis 6 AGGGGGAGATGGAGTATGAGGAAAgCATTCTTTCTTgAggAgggCAgCAAACgggAAgAg B1
DLG4 ShHCR mis 8 GCTTCAGCATCGCAGGTGGCACAAgCATTCTTTCTTgAggAgggCAgCAAACgggAAgAg B1
DLG4 ShHCR mis 10 TCTTTATCACCAAGATCATTCCAAgCATTCTTTCTTgAggAgggCAgCAAACgggAAgAg B1
DLG4 ShHCR mis 12 GGGTCAACGACAGCATCCTGTTAAgCATTCTTTCTTgAggAgggCAgCAAACgggAAgAg B1
DLG4 ShHCR mis 14 ATTCAGCTGCAGTGGAGGCCCTAAgCATTCTTTCTTgAggAgggCAgCAAACgggAAgAg B1
DLG4 ShHCR mis 16 TCATGCGCCGGAAACCCCCAGCAAgCATTCTTTCTTgAggAgggCAgCAAACgggAAgAg B1
DLG4 ShHCR mis 18 GGCCTAAAGGACTTGGCTTCAGAAgCATTCTTTCTTgAggAgggCAgCAAACgggAAgAg B1
DLG4 ShHCR mis 20 CTGGAGATAATAGCATCTACGTAAgCATTCTTTCTTgAggAgggCAgCAAACgggAAgAg B1
DLG4 ShHCR mis 22 AGGATGGCAGGTTGCAGATCGGAAgCATTCTTTCTTgAggAgggCAgCAAACgggAAgAg B1
DLG4 ShHCR mis 24 TAGAGGATGTCATGCATGAGGAAAgCATTCTTTCTTgAggAgggCAgCAAACgggAAgAg B1
DLG4 ShHCR mis 26 TTGTGTACCTAAAGGTGGCCAAAAgCATTCTTTCTTgAggAgggCAgCAAACgggAAgAg B1
DLG4 ShHCR mis 28 CTCCCCCAGACATCACAACCTCAAgCATTCTTTCTTgAggAgggCAgCAAACgggAAgAg B1
DLG4 ShHCR mis 30 ATAGCAGCTACTTGGGCACCGAAAgCATTCTTTCTTgAggAgggCAgCAAACgggAAgAg B1



Probe Name Oligonucleotide Sequence Sequence Name
UBC atggtcttaccagtcagagt hUBC_1

gacattctcgatggtgtcac hUBC_2
gggatgccttccttatcttg hUBC_3
atcttccagctgttttccag hUBC_4
cagtgagtgtcttcacgaag hUBC_5
tcctggatctttgctttgac hUBC_6
cagggtagactctttctgga hUBC_7
cttcacgaagatctgcatcc hUBC_8
tcttggatctttgccttgac hUBC_9
cagtgagtgtcttcacgaag hUBC_10
tgacgttctcgatagtgtca hUBC_11
tccttgtcttggatctttgc hUBC_12
cagggtagactctttctgga hUBC_13
cttcacgaagatctgcatcc hUBC_14
agagtgatggtcttaccagt hUBC_15
tcttggatctttgccttgac hUBC_16
cttcacgaagatctgcatcc hUBC_17
agagtgatggtcttaccagt hUBC_18
tcttggatctttgccttgac hUBC_19
tgtttcccagcaaagatcaa hUBC_20
cttcacgaagatctgcatcc hUBC_21
agagtgatggtcttaccagt hUBC_22
tcttggatctttgccttgac hUBC_23
tgtttcccagcaaagatcaa hUBC_24
cttcacgaagatctgcatcc hUBC_25
agagtgatggtcttaccagt hUBC_26
tcttggatctttgccttgac hUBC_27
tgtttcccagcaaagatcaa hUBC_28
gacattctcgatggtgtcac hUBC_29
gggatgccttccttatcttg hUBC_30
tgtttcccagcaaagatcaa hUBC_31
agagtggactctttctggat hUBC_32

EEF2 atctggtctaccgtgaagtt hEEF2_1
ttggccttcttgtccatgat hEEF2_2
gtatcagtgaagcgtgtctc hEEF2_3
ttgacttgatggtgatgcaa hEEF2_4
ctcgtagaagagggagatgg hEEF2_5
tccttgctctgcttgatgaa hEEF2_6
gggagtcaatgaggttgatg hEEF2_7
cggtccatcttgttcatcat hEEF2_8
gtggagatgatgacgttcac hEEF2_9
gtaccgaggacaggatcgat hEEF2_10
caaactgcttcagggtgaag hEEF2_11
aacttggccacatacatctc hEEF2_12
atgtcctctactttcttggc hEEF2_13
ttcatgatcgcatcaaacac hEEF2_14



gtccagtttgatgtccagtt hEEF2_15
gatggtgatcatctgcaaca hEEF2_16
tttggggtcacagcttttaa hEEF2_17
gtagaaccgacctttgtcgg hEEF2_18
ccatgatcctgaccttcagg hEEF2_19
ttcttcccaggggtatagtt hEEF2_20
tctggattggcttcaggtag hEEF2_21
ggcccatcatcaagattgtt hEEF2_22
gtcttcaccaggaactggtc hEEF2_23
ctgacgctgaacttcatcac hEEF2_24
atgatatgctctcccgactc hEEF2_25
gactcttcactgaccgtctc hEEF2_26
cttcatgtacagccggttgt hEEF2_27
tcgcctttatcgatgtcctc hEEF2_28
tgatgtcggtgaggatgttg hEEF2_29
cactgtccttgatctcgttg hEEF2_30
gtcagcacactggcatagag hEEF2_31
atctccacaaggtagatggg hEEF2_32

USF2 ggatccagacccgggtccag usf2_withUTR_1
tactggatgttgtggtcgcc usf2_withUTR_2
catttgtctctgtgcggaac usf2_withUTR_3
attttggatcacagcctgtc usf2_withUTR_4
gactgccaccattgctgaag usf2_withUTR_5
ctgggaaataggcaaatcgt usf2_withUTR_6
gacacagccgtagtatctcc usf2_withUTR_7
gtctgaagcacatcctgggg usf2_withUTR_8
ggcgatcgtcctctgtgttc usf2_withUTR_9
tggttccatcaatttttgga usf2_withUTR_10
ttctcctctcatctcggggt usf2_withUTR_11
ctccacttcgttgtgctggg usf2_withUTR_12
cagttgttgatcttgtccct usf2_withUTR_13
gattttcgaaagctggacga usf2_withUTR_14
gttgtctgcgttacagtctg usf2_withUTR_15
ggccttggacaggatccctc usf2_withUTR_16
cgcaactcccggatgtaatc usf2_withUTR_17
ctgcatgcgctggttggtct usf2_withUTR_18
gctcggcctctttgaaggtc usf2_withUTR_19
agctcgttgtccatctgcag usf2_withUTR_20
caccatctccaggttgtgct usf2_withUTR_21
tgtatccacagaaatgcatt usf2_withUTR_22
ggaggataccgtttccaagt usf2_withUTR_23
gtgagaccactagaagtgcc usf2_withUTR_24
cataggtccaggccccgggt usf2_withUTR_25
cagggacccagaaacaagag usf2_withUTR_26
gggccagtttattgcagtta usf2_withUTR_27

TOP2A ctgggcggagcaaaatatgt hTOP2A_CDS_1
tcttcatcgtaaacccacat hTOP2A_CDS_2



ccggatcaattgtgactcta hTOP2A_CDS_3
ccttttccattattccatat hTOP2A_CDS_4
agaagttaggagctgtccaa hTOP2A_CDS_5
ccagcaatatcatatgctct hTOP2A_CDS_6
ttactggcagtttatttcca hTOP2A_CDS_7
tgttgatccaaagctcttgg hTOP2A_CDS_8
aactggacttgggccttaaa hTOP2A_CDS_9
atcattggcatcatcgagtt hTOP2A_CDS_10
gtcaggataagcgtacactc hTOP2A_CDS_11
ggaaaaccccatatttgtct hTOP2A_CDS_12
tttcttgtactgaagaccca hTOP2A_CDS_13
ttggtcctgatctgtcataa hTOP2A_CDS_14
ctccagaaaacgatgtcgca hTOP2A_CDS_15
gttaaccattcctttcgatc hTOP2A_CDS_16
agctaattgggcaaccttta hTOP2A_CDS_17
atgtatcgtggactagcaga hTOP2A_CDS_18
acgctggttgtcatcatata hTOP2A_CDS_19
ttcttctccatccatcaaac hTOP2A_CDS_20
cccttgaagttcttgtaact hTOP2A_CDS_21
tatgagaggaggtgtcttct hTOP2A_CDS_22
tgtatggtattccctatagt hTOP2A_CDS_23
tcagtttagcagattcagca hTOP2A_CDS_24
cttcacaggatccgaatcat hTOP2A_CDS_25
gtggaatgactctttgacca hTOP2A_CDS_26
tgctcctatctgattctgaa hTOP2A_CDS_27
agtggaggtggaagactgac hTOP2A_CDS_28
aattcaaagctggatccctt hTOP2A_CDS_29
caggatcaggcttttgagag hTOP2A_CDS_30
cttggatttcttgcttgtga hTOP2A_CDS_31
tatggaagtcatcactctcc hTOP2A_CDS_32

NEAT1 gacctagtctccttgccaag NEAT1_1
ggatattttccatgcagcct NEAT1_2
acaagttgaagattagccct NEAT1_3
ccttggtctggaaaaaaagg NEAT1_4
cgagctaagttcagttccac NEAT1_5
ggccgagcgaaaattacata NEAT1_6
cctgtcaaacatgctaggtg NEAT1_7
actgccacctggaaaataaa NEAT1_8
gtgagctcacaagaagagtt NEAT1_9
accagatgaccaggtaatgt NEAT1_10
cggtccatgaagcatttttg NEAT1_11
tcgccatgaggaacactata NEAT1_12
aatctgcaggcatcaattga NEAT1_13
cctggaaacagaacattgga NEAT1_14
gcatctgctgtggacttttt NEAT1_15
ggctctggaacaagcattta NEAT1_16
tgcagcatctgaaaaccttt NEAT1_17



accggaggctcaatttagaa NEAT1_18
caaggttccaagcacaaaac NEAT1_19
acagcttagggatcttcttg NEAT1_20
tggcatcaacgttaaaatgt NEAT1_21
tctacaaggcatcaatctgc NEAT1_22
aagaacttctccgagaaacg NEAT1_23
gccccaagttatttcatcag NEAT1_24
gcgtttagcacaacacaatg NEAT1_25
ggaatgaccaacttgtaccc NEAT1_26
caatgcccaaactagacctg NEAT1_27
tcctagtaatctgcaatgca NEAT1_28
agcaagaacaaaagagcact NEAT1_29
ggtcctcttactagaatgcc NEAT1_30
ctgtgtcacctgttttcagt NEAT1_31
cctttggttctcggaaaact NEAT1_32
agctggtaaagacatttccc NEAT1_33
ctctgaaacaggctgtcttg NEAT1_34
gcccatctttcaagtgacta NEAT1_35
aaccacctaagttgctaagg NEAT1_36
tcgtcttaagtggtccctta NEAT1_37
atccagaagagcccatctaa NEAT1_38
acctgtgacaaatgaggaac NEAT1_39
agatgtgtttctaaggcacg NEAT1_40
acagtgaccacaaaaggtta NEAT1_41
agcaaaggtacatggattct NEAT1_42
cagggttttcagatcacaca NEAT1_43
ccccaagtcattggttaaga NEAT1_44
tcccaacgacagtaattgtt NEAT1_45
cccatacatgcgtgactaat NEAT1_46
caacagcatacccgagacta NEAT1_47
acagagcaacataccagtac NEAT1_48


